After publication of this article \[[@pone.0237943.ref001]\], concerns were raised that the bands in [Fig 4C](#pone.0237943.g001){ref-type="fig"} corresponding to PARP from HONE1 NPC cells appear similar to bands in the panel representing PARP from C666-1 NPC cells.

![Stattic induces apoptosis in NPC cells.\
(A) Apoptosis was measured by Hoechst 33342 staining. (Top) NPC cells were treated with 10 μM Stattic for 48 h, nuclei were stained with Hoechst 33342, and imaging analysis was performed as described in the Materials and Methods. The white arrows indicate apoptotic cells. Original magnification, ×200. (Bottom) Quantification of the cell staining. (B) Effect of Stattic on caspase-3 activity. The cells were treated with the indicated concentrations of Stattic for 48 h. The activities were determined as described in Materials and Methods. (C) NPC cells were exposed to the indicated concentrations of Stattic for 48 h; apoptotic cells were measured by western blot analysis of cleaved PARP and cleaved caspase-3. Protein levels were quantified using ImageJ software. Data are means ± s.d. for three independent experiments, \**P*\<0.05, \*\**P*\<0.01. DMSO were used as control in "0" groups.](pone.0237943.g001){#pone.0237943.g001}

The authors clarified that, when preparing the manuscript, the raw data from the C666-1 experiment was mistakenly included in both the C666-1 and HONE1 panels. With this notice, the authors provide an updated [Fig 4](#pone.0237943.g001){ref-type="fig"}, along with an original blot image underlying the panels which were originally of concern (in Supporting Information [S1 File](#pone.0237943.s001){ref-type="supplementary-material"}).

A *PLOS ONE* Editorial Board member reviewed the updated figure and underlying data and confirmed that they support the results and conclusions reported in the original article.

At the time of publication of this notice, the underlying data for the rest of [Fig 4](#pone.0237943.g001){ref-type="fig"} and the other figures in the article are not available.

In addition, concerns have been noted for three of the cell lines used in this study. The CNE-1 and CNE-2 cell lines have been reported as contaminated with HeLa and highly similar to one another \[[@pone.0237943.ref002], [@pone.0237943.ref003]\]. After publication of this article \[[@pone.0237943.ref001]\], the HONE-1 line was also reported as potentially contaminated with HeLa cells \[[@pone.0237943.ref003]\]. A further cell line, the Epstein-Barr virus-positive line C666-1, was also used in the study. In light of these issues, there may be limited generalizability of the findings as representative of nasopharyngeal carcinoma biology.

The authors apologize for the errors in the published article. *PLOS ONE* apologizes for our delay in posting this Correction and acknowledges that the authors responded to the concerns about [Fig 4](#pone.0237943.g001){ref-type="fig"} by providing data and clarifications in 2015.

Supporting information {#sec001}
======================

###### Original raw blot images for PARP cleavage region of western blot for HONE1 and C666-1 cells exposed to Stattic, used to generate panels in [Fig 4C](#pone.0237943.g001){ref-type="fig"}.
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Click here for additional data file.
